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033072-022. ST25 
SEQUENCE LISTING 

<110> Barak, Larry s. 

Oakley, Robert H. 
Caron, Marc G . 
Laporte, stephane A. 
wil banks, Alyson 

<120> Constitutively Desensitized G Protein-coupled Receptors 

<130> 033072-022 

<140> US 10/054,616 
<141> 2002-01-22 

<150> US 60/263,406 
<151> 2001-01-23 

<160> 12 

<170> FastSEQ for windows Version 4.0 

<210> 1 

r <211> 371 

<212> PRT 

i„ <213> Homo sapiens 

<400> 1 

Met Leu Met Ala Ser Thr Thr Ser Ala val Pro Gly His Pro Ser Leu 

15 10 15 

Pro Ser Leu Pro Ser Asn Ser Ser Gin Glu Arg Pro Leu Asp Thr Arg 

20 25 30 

Asp Pro Leu Leu Ala Arg Ala Glu Leu Ala Leu Leu Ser lie val Phe 

35 40 45 

val Ala Val Ala Leu Ser Asn Gly Leu val Leu Ala Ala Leu Ala Arg 

50 55 60 

Arg Gly Arg Arg Gly His Trp Ala Pro lie His val Phe lie Gly His 
65 ~ 70 75 80 

Leu Cys Leu Ala Asp Leu Ala val Ala Leu Phe Gin Val Leu Pro Gin 

85 90 95 

Leu Ala Trp Lys Ala Thr Asp Arg Phe Arg Gly Pro Asp Ala Leu Cys 

100 105 110 

Arg Ala val Lys Tyr Leu Gin Met val Gly Met Tyr Ala Ser ser Tyr 

115 120 125 

Met lie Leu Ala Met Thr Leu Asp His His Arg Ala lie Cys Arg Pro 

130 135 140 

Met Leu Ala Tyr Arg His Gly ser Gly Ala His Trp Asn Arg Pro val 
145 150 155 "* 160 

Leu val Ala Trp Ala Phe ser Leu Leu Leu ser Leu Pro Gin Leu Phe 

165 170 175 

lie Phe Ala Gin Arg Asn val Glu Gly Gly Ser Gly val Thr Asp Cys 

180 185 190 

Trp Ala Cys Phe Ala Glu Pro Trp Gly Arg Arg Thr Tyr val Thr Trp 

195 200 ~ 205 

lie Ala Leu Met val Phe val Ala Pro Thr Leu Gly lie Ala Ala cys 

210 215 220 

Gin val Leu lie Phe Arg Glu lie His Ala Ser Leu val Pro Gly Pro 
225 230 235 240 

Ser Glu Arg Pro Gly Gly Arg Arg Arg Gly Arg Arg Thr Gly Ser Pro 

245 250 255 

Gly Glu Gly Ala His Val Ser Ala Ala Val Ala Lys Thr val Arg Met 

260 265 270 

Thr Leu Val lie Val Val Val Tyr Val Leu Cys Trp Ala Pro Phe Phe 

275 280 285 

Leu val Gin Leu Trp Ala Ala Trp Asp Pro Glu Ala Pro Leu Glu Gly 

290 295 300 

Ala Pro Phe val Leu Leu Met Leu Leu Ala Ser Leu Asn Ser Cys Thr 
305 310 315 320 
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033072-022. ST25 

Asn Pro Trp lie Tyr Ala Ser Phe Ser ser ser val ser Ser Glu Leu 

325 330 335 

Arg Ser Leu Leu Cys Cys Ala Arg Gly Arg Thr Pro Pro Ser Leu Gly 

340 345 350 

Pro Gin Asp Glu Ser cys Thr Thr Ala Ser Ser Ser Leu Ala Lys Asp 

355 360 365 

Thr Ser ser 
370 

<210> 2 
<211> 515 
<212> PRT 

<213> Golden hamster 
<400> 2 

Met Asn pro Asp Leu Asp Thr Gly His Asn Thr Ser Ala Pro Ala Gin 

1 5 10 15 

Trp Gly Glu Leu Lys Asp Ala Asn Phe Thr Gly Pro Asn Gin Thr ser 

20 25 30 

Ser Asn Ser Thr Leu Pro Gin Leu Asp val Thr Arg Ala lie Ser val 

35 40 45 

Gly Leu val Leu Gly Ala Phe lie Leu Phe Ala lie Val Gly Asn lie 

50 55 60 

Leu val lie Leu Ser val Ala Cys Asn Arg His Leu Arg Thr Pro Thr 
65 70 75 - 80 

Asn Tyr Phe lie Val Asn Leu Ala lie Ala Asp Leu Leu Leu Ser Phe 

85 90 95 

Thr Val Leu Pro Phe Ser Ala Thr Leu Glu val Leu Gly Tyr Trp Val 

100 105 110 

Leu Gly Arg lie Phe Cys Asp lie Trp Ala Ala val Asp val Leu Cys 

115 120 125 

Cys Thr Ala ser lie Leu ser Leu cys Ala lie ser lie Asp Glu Tyr 

130 135 140 

lie Gly val Arg Tyr ser Leu Gin Tyr Pro Thr Leu val Thr Arg Arg 
145 150 ' 155 160 

Lys Ala lie Leu Ala Leu Leu ser val Trp val Leu ser Thr val lie 

165 170 175 

Ser lie Gly Pro Leu Leu Gly Trp Lys Glu Pro Ala Pro Asn Asp Asp 

180 185 190 

Lys Glu Cys Gly val Thr Glu Glu Pro Phe Tyr Ala Leu Phe Ser Ser 

195 200 205 

Leu Gly ser Phe Tyr lie Pro Leu Ala val lie Leu val Met Tyr Cys 

210 215 220 

Arg val Tyr lie val Ala Lys Arg Thr Thr Lys Asn Leu Glu Ala Gly 
225 230 235 240 

val Met Lys Glu Met Ser Asn ser Lys Glu Leu Thr Leu Arg lie His 

245 250 255 

Ser Lys Asn Phe His Glu Asp Thr Leu ser ser Thr Lys Ala Lys Gly 

260 265 270 

His Asn Pro Arg ser Ser lie Ala Val Lys Leu Phe Lys Phe Ser Arg 

275 280 285 

Glu Lys Lys Ala Ala Lys Thr Leu Gly lie val val Gly Met Phe He 

290 295 300 

Leu Cys Trp Leu Pro Phe Phe lie Ala Leu Pro Leu Gly ser Leu Phe 
305 310 315 320 

ser Thr Leu Lys Pro Pro Asp Ala val Phe Lys val val Phe Trp Leu 

325 330 335 

Gly Tyr Phe Asn Ser Cys Leu Asn Pro lie lie Tyr Pro Cys Ser Ser 

340 345 350 

Lys Glu Phe Lys Arg Ala Phe Met Arg lie Leu Gly Cys Gin Cys Arg 

355 360 365 

Ser Gly Arg Arg Arg Arg Arg Arg Arg Arg Leu Gly Ala Cys Ala Tyr 

370 ~ 375 * 380 

Thr Tyr Arg Pro Trp Thr Arg Gly Gly Ser Leu Glu Arg Ser Gin Ser 
385 390 395 400 

Arg Lys Asp Ser Leu Asp Asp Ser Gly Ser Cys Met ser Gly Ser Gin 
405 410 415 
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033072-022. ST25 

Arg Thr Leu Pro Ser Ala Ser Pro Ser Pro Gly Tyr Leu Gly Arg Gly 

420 425 430 

Ala Gin Pro Pro Leu Glu Leu Cys Ala Tyr Pro Glu Trp Lys Ser Gly 

435 440 445 

Ala Leu Leu Ser Leu Pro Glu Pro Pro Gly Arg Arg Gly Arg Leu Asp 

450 455 460 

Ser Gly Pro Leu Phe Thr Phe Lys Leu Leu Gly Glu Pro Glu Ser Pro 
465 470 475 480 

Gly Thr Glu Gly Asp Ala Ser Asn Gly Gly cys Asp Ala Thr Thr Asp 

485 490 495 

Leu Ala Asn Gly Gin Pro Gly Phe Lys ser Asn Met Pro Leu Ala Pro 
500 505 510 

Gly His Phe 
515 



<210> 3 
<211> 515 
<212> PRT 

<213> Golden hamster 
<400> 3 



Met 


Asn 


Pro 


Asp 


Leu 


Asp Thr 


Gly His 


Asn 


Thr 


Ser 


Ala 


Pro 


Ala 


Gin 


1 






5 


10 










15 




Trp 


Gly 


Glu 


Leu 


Lys 


Asp Ala 


Asn Phe 


Thr 


Gly 


Pro 


Asn 


Gin 


Thr 


Ser 




20 


25 








30 






- Ser 


Asn 


Ser 


Thr 


Leu 


Pro Gin 


Leu Asp 


val 


Thr 


Arg 


Ala 


He 


ser 


val 






35 








40 






45 








Gly 


Leu 


Val 


Leu 


Gly 


Ala Phe 


lie Leu 


Phe 


Ala 


He 


val 


Gly 


Asn 


He 


50 






55 








60 








Leu 


val 


lie 


Leu 


Ser 


Val Ala 


Cys Asn 


Arg 


His 


Leu 


Arg 


Thr 


Pro 


Thr 


65 










70 


75 








80 


Asn 


Tyr 


Phe 


He 


val 


Asn Leu 


Ala lie 


Ala 


Asp 


Leu 


Leu 


Leu 


Ser 


Phe 








85 






90 








95 




Thr 


val 


Leu 


Pro 


Phe 


Ser Ala 


Thr Leu 


Glu 


val 


Leu 


Gly 


Tyr 


Trp 


val 








100 






105 








110 




Leu 


Gly 


115 


He 


Phe 


Cys Asp 


lie Trp 
120 


Ala 


Ala 


val 


Asp 
125 


val 


Leu 


cys 


Cys 


Thr 


Ala 


Ser 


lie 


Leu ser 


Leu cys 


Ala 


He 


Ser 


He 


Asp 


Ala 


Tyr 




130 








135 






140 






lie 


Gly 


Val 


Arg 


Tyr 


ser Leu 


Gin Tyr 


Pro 


Thr 


Leu 


val 


Thr 


Arg 


Arg 


145 








150 




155 








160 


Lys 


Ala 


He 


Leu 


Ala 


Leu Leu 


ser val 


Trp 


val 


Leu 


Ser 


Thr 


val 


He 


He 






165 






170 










175 




Ser 


Gly 


Pro 


Leu 


Leu Gly 


Trp Lys 


Glu 


Pro 


Ala 


Pro 


Asn 


ASP 


Asp 








180 




185 










190 


Lys 


Glu 


Cys 


Gly 


val 


Thr Glu 


Glu Pro 


Phe 


Tyr 


Ala 


Leu 


Phe 


ser 


Ser 




195 






200 






205 








Leu 


Gly 


ser 


Phe 


Tyr 


lie Pro 


Leu Ala 


val 


He 


Leu 


val 


Met 


Tyr 


Cys 




210 






215 








220 






Arg 


val 


Tyr 


He 


val 


Ala Lys 


Arg Thr 


Thr 


Lys 


Asn 


Leu 


Glu 


Ala 


Gly 


225 








230 




235 










240 


val 


Met 


Lys 


Glu 


Met 


ser Asn 


ser Lys 


Glu 


Leu 


Thr 


Leu 


Arg 


He 


His 








245 




250 








255 




ser 


Lys 


Asn 


Phe 


His 


Glu Asp 


Thr Leu 


Ser 


Ser 


Thr 


Lys 


Ala 


Lys 


Gly 


His 




260 




265 








270 


Asn 


Pro 


Arg 


Ser 


ser lie 


Ala val 


Lys 


Leu 


Phe 


Lys 


Phe 


Ser 


Arg 






275 






280 






285 






Glu 


Lys 


Lys 


Ala 


Ala 


Lys Thr 


Leu Gly 


He 


val 


Val 


Gly 


Met 


Phe 


He 




290 






295 






300 








Leu 


Cys 


Trp 


Leu 


Pro 


Phe Phe 


lie Ala 


Leu 


Pro 


Leu 


Gly 


Ser 


Leu 


Phe 


305 






310 






315 








320 


Ser 


Thr 


Leu 


Lys 


Pro 


Pro Asp 


Ala val 


Phe 


Lys 


val 


val 


Phe 


Trp 


Leu 


Gly 




Phe 


325 




330 








335 




Tyr 


Asn 


Ser 


Cys Leu 


Asn Pro 


He 


He 


Tyr 


Pro 


cys 


ser 


ser 




340 




345 








350 






Lys 


Glu 


Phe 


Lys 


Arg 


Ala Phe 


Met Arg 


He 


Leu 


Gly 


cys 


Gin 


Cys 


Arg 






355 






360 






365 
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Ser Gly Arg Arg Arg Arg Arg Arg Arg Arg Leu Gly Ala Cys Ala Tyr 

370 ~ * *75 380 

Thr Tyr Arg Pro Trp-Thr Arg Gly Gly Ser Leu Glu Arg Ser Gin Ser 
385 " 390 395 ~ 400 

Arg Lys Asp Ser Leu Asp Asp Ser Gly ser Cys Met Ser Gly ser Gin 

405 410 415 

Arg Thr Leu Pro ser Ala ser Pro Ser Pro Gly Tyr Leu Gly Arg Gly 

420 425 430 

Ala Gin Pro Pro Leu Glu Leu cys Ala Tyr Pro Glu Trp Lys Ser Gly 

435 440 445 

Ala Leu Leu Ser Leu Pro Glu Pro Pro Gly Arg Arg Gly Arg Leu Asp 

450 455 460 

Ser Gly Pro Leu Phe Thr Phe Lys Leu Leu Gly Glu Pro Glu Ser Pro 
465 470 475 480 

Gly Thr Glu Gly Asp Ala Ser Asn Gly Gly Cys Asp Ala Thr Thr Asp 

485 490 495 

Leu Ala Asn Gly Gin Pro Gly Phe Lys Ser Asn Met Pro Leu Ala Pro 
500 505 510 

Gly His Phe 
515 



<210> 4 
<211> 515 
<212> PRT 

<213> Golden hamster 
<400> 4 

Met Asn Pro Asp Leu Asp Thr Gly His Asn Thr Ser Ala Pro Ala Gin 

1 5 10 15 

Trp Gly Glu Leu Lys Asp Ala Asn Phe Thr Gly Pro Asn Gin Thr Ser 

20 25 30 

Ser Asn ser Thr Leu Pro Gin Leu Asp val Thr Arg Ala lie Ser Val 

35 40 45 

Gly Leu val Leu Gly Ala Phe lie Leu Phe Ala lie Val Gly Asn lie 

50 55 60 

Leu val lie Leu Ser val Ala Cys Asn Arg His Leu Arg Thr Pro Thr 
65 70 75 80 

Asn Tyr Phe lie val Asn Leu Ala lie Ala Asp Leu Leu Leu ser Phe 

85 90 95 

Thr Val Leu Pro Phe Ser Ala Thr Leu Glu val Leu Gly Tyr Trp val 

100 105 110 

Leu Gly Arg lie Phe Cys Asp lie Trp Ala Ala val Asp val Leu Cys 

115 120 125 

Cys Thr Ala ser lie Leu Ser Leu Cys Ala lie Ser lie Asp His Tyr 

130 135 140 

He Gly val Arg Tyr Ser Leu Gin Tyr Pro Thr Leu Val Thr Arg Arg 
145 150 155 160 

Lys Ala lie Leu Ala Leu Leu ser val Trp val Leu ser Thr val He 

165 170 175 

Ser lie Gly Pro Leu Leu Gly Trp Lys Glu Pro Ala Pro Asn Asp Asp 

180 185 190 

Lys Glu Cys Gly Val Thr Glu Glu Pro Phe Tyr Ala Leu Phe Ser ser 

195 200 * 205 

Leu Gly ser Phe Tyr lie Pro Leu Ala Val lie Leu val Met Tyr Cys 

210 215 220 

Arg val Tyr lie val Ala Lys Arg Thr Thr Lys Asn Leu Glu Ala Gly 
225 230 235 240 

val Met Lys Glu Met ser Asn Ser Lys Glu Leu Thr Leu Arg lie His 

245 250 255 

ser Lys Asn Phe His Glu Asp Thr Leu ser ser Thr Lys Ala Lys Gly 

260 265 270 

His Asn Pro Arg Ser ser lie Ala val Lys Leu Phe Lys Phe ser Arg 

275 " 280 285 

Glu Lys Lys Ala Ala Lys Thr Leu Gly lie val val Gly Met Phe lie 

290 295 300 

Leu Cys Trp Leu Pro Phe Phe lie Ala Leu Pro Leu Gly ser Leu Phe 
305 310 315 320 

Page 4 



033072-022. ST25 

Ser Thr Leu Lys Pro Pro Asp Ala val Phe Lys val val Phe Trp Leu 

325 • 330 335 

Gly Tyr Phe Asn Ser Cys Leu Asn Pro lie lie Tyr Pro Cys Ser Ser 

340 345 350 

Lys Glu Phe Lys Arg Ala Phe Met Arg lie Leu Gly Cys Gin cys Arg 

355 " 360 365 

Ser Gly Arg Arg Arg Arg Arg Arg Arg Arg Leu Gly Ala Cys Ala Tyr 

370 - 375 " 380 

Thr Tyr Arg Pro Trp Thr Arg Gly Gly Ser Leu Glu Arg ser Gin ser 
385 390 395 ~ 400 

Arg Lys Asp Ser Leu Asp Asp ser Gly ser cys Met Ser Gly Ser Gin 

405 410 415 

Arg Thr Leu Pro Ser Ala Ser Pro Ser Pro Gly Tyr Leu Gly Arg Gly 

420 425 430 

Ala Gin Pro Pro Leu Glu Leu Cys Ala Tyr Pro Glu Trp Lys Ser Gly 

435 440 445 

Ala Leu Leu Ser Leu Pro Glu Pro Pro Gly Arg Arg Gly Arg Leu Asp 

450 455 460 

Ser Gly Pro Leu Phe Thr Phe Lys Leu Leu Gly Glu Pro Glu Ser Pro 
465 470 * 475 480 

Gly Thr Glu Gly Asp Ala Ser Asn Gly Gly Cys Asp Ala Thr Thr Asp 

485 490 495 

Leu Ala Asn Gly Gin Pro Gly Phe Lys Ser Asn Met Pro Leu Ala Pro 
500 505 510 

Gly His Phe 
515 



<210> 5 
<211> 515 
<212> PRT 

<213> Golden hamster 



<400> 5 
























Met 


Asn 


Pro 


ASp 


Leu 


Asp 


Thr Gly His 


Asn 


Thr 


Ser 


Ala 


Pro 


Ala Gin 


1 


Gly 


Glu 


5 


10 










15 


Trp 


Leu 


Lys 


ASp 


Ala Asn Phe 


Thr 


Gly 


Pro 


Asn 


Gin 


Thr ser 








20 


25 








30 




Ser 


Asn 


ser 


Thr 


Leu 


Pro 


Gin Leu Asp 


val 


Thr 


Arg 


Ala 


He 


Ser val 






35 








40 






45 






Gly 


Leu 


Val 


Leu 


Gly 


Ala 


Phe lie Leu 


Phe 


Ala 


He 


val 


Gly 


Asn lie 




50 








55 






60 






Leu 


val 


He 


Leu 


ser 


val 


Ala Cys Asn 


Arg 


His 


Leu 


Arg 


Thr 


Pro Thr 


65 










70 


75 






80 


Asn 


Tyr 


Phe 


lie 


val 


Asn 


Leu Ala He 


Ala 


Asp 


Leu 


Leu 


Leu 


Ser Phe 








85 






90 








95 


Thr 


val 


Leu 


Pro 


Phe 


Ser 


Ala Thr Leu 


Glu 


val 


Leu 


Gly 


Tyr 


Trp val 




Gly 




100 






105 








110 


Leu 


Arg 


He 


Phe 


cys 


Asp lie Trp 


Ala 


Ala 


val 


Asp 


val 


Leu Cys 




Thr 


115 








120 








125 




Cys 


Ala 


Ser 


He 


Leu 


Ser Leu Cys 


Ala 


He 


ser 


He 


ASP 


Asn Tyr 




130 










135 






140 




lie 


Gly 


val 


Arg 


Tyr 


Ser 


Leu Gin Tyr 


Pro 


Thr 


Leu 


Val 


Thr 


Arg Arg 


145 




150 




155 








160 


Lys 


Ala 


lie 


Leu 


Ala 


Leu 


Leu ser val 


Trp 


val 


Leu 


ser 


Thr 


val lie 


He 


Gly 




165 






170 










175 


ser 


Pro 


Leu 


Leu 


Gly Trp Lys 


Glu 


Pro 


Ala 


Pro 


Asn 


ASp ASp 








180 






185 










190 


Lys 


Glu 


Cys 


Gly 


val 


Thr 


Glu Glu Pro 


Phe 


Tyr 


Ala 


Leu 


Phe 


Ser Ser 






195 






200 






205 






Leu 


Gly 


Ser 


Phe 


Tyr 


He 


Pro Leu Ala 


val 


He 


Leu 


val 


Met 


Tyr Cys 




210 








215 






220 






Arg 


Val 


Tyr 


He 


Val 


Ala 


Lys Arg Thr 


Thr 


Lys 


Asn 


Leu 


Glu 


Ala Gly 


225 








230 




235 








240 


val 


Met 


Lys 


Glu 


Met 


Ser 


Asn Ser Lys 


Glu 


Leu 


Thr 


Leu 


Arg 


lie His 










245 




250 








255 


Ser 


Lys 


Asn 


Phe 


His 


Glu 


Asp Thr Leu 


ser 


ser 


Thr 


Lys 


Ala 


Lys Gly 






260 






265 








270 
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His Asn Pro Arg Ser Ser lie Ala val Lys Leu Phe Lys Phe Ser Arg 

275 • 280 285 

Glu Lys Lys Ala Ala- Lys Thr Leu Gly lie val val Gly Met Phe lie 

290 295 300 

Leu Cys Trp Leu Pro Phe Phe lie Ala Leu Pro Leu Gly Ser Leu Phe 
305 310 315 320 

Ser Thr Leu Lys Pro Pro Asp Ala val Phe Lys val val Phe Trp Leu 

325 330 335 

Gly Tyr Phe Asn Ser Cys Leu Asn Pro lie lie Tyr Pro Cys Ser ser 

340 345 350 

Lys Glu Phe Lys Arg Ala Phe Met Arg lie Leu Gly cys Gin Cys Arg 

355 360 365 

ser Gly Arg Arg Arg Arg Arg Arg Arg Arg Leu Gly Ala cys Ala Tyr 

370 375 380 

Thr Tyr Arg Pro Trp Thr Arg Gly Gly Ser Leu Glu Arg Ser Gin Ser 
385 390 395 ~ 400 

Arg Lys Asp Ser Leu Asp Asp ser Gly ser cys Met Ser Gly Ser Gin 

405 410 415 

Arg Thr Leu Pro Ser Ala Ser Pro Ser Pro Gly Tyr Leu Gly Arg Gly 

420 425 430 

Ala Gin Pro Pro Leu Glu Leu cys Ala Tyr Pro Glu Trp Lys Ser Gly 

435 440 445 

Ala Leu Leu Ser Leu Pro Glu Pro Pro Gly Arg Arg Gly Arg Leu Asp 

450 455 460 

Ser Gly Pro Leu Phe Thr Phe Lys Leu Leu Gly Glu Pro Glu Ser Pro 
465 470 475 480 

Gly Thr Glu Gly Asp Ala ser Asn Gly Gly cys Asp Ala Thr Thr Asp 

485 490 495 

Leu Ala Asn Gly Gin Pro Gly Phe Lys ser Asn Met Pro Leu Ala Pro 
500 505 510 

Gly His Phe 
515 

<210> 6 
<211> 359 
<212> PRT 

<213> Rattus norvegicus 



<400> 6 




























Met 


Ala 


Leu 


Asn 


Ser 


Ser 


Ala 


Glu 


Asp 


Gly He 


Lys 


Arg 


He 


Gin 


Asp 


1 








5 








10 




15 


Asp 


cys 


Pro 


Lys 


Ala 


Gly 


Arg 


His 


ser 


Tyr He 


Phe 


val 


Met 


He 


Pro 








20 






25 






30 






Thr 


Leu 


Tyr 


ser 


lie 


lie 


Phe 


Val 


Val 


Gly lie 


Phe 


Gly 


Asn 


Ser 


Leu 






35 










40 






45 








val 


val 


He 


val 


lie 


Tyr 


Phe 


Tyr 


Met 


Lys Leu 


Lys 


Thr 


val 


Ala 


Ser 




50 








55 




60 










val 


Phe 


Leu 


Leu 


Asn 


Leu 


Ala 


Leu 


Ala 


Asp Leu 


cys 


Phe 


Leu 


Leu 


Thr 


65 










70 








75 








80 


cys 


Pro 


Leu 


Trp 


Ala 


val 


Tyr 


Thr 


Ala 


Met Glu 


Tyr 


Arg 


Trp 


Pro 


Phe 


Gly 








85 








90 


95 




Asn 


His 


Leu 


Cys 


Lys 


He 


Ala 


ser 


Ala ser 


val 


Thr 


Phe 


Asn 


Leu 






100 






105 








110 






Tyr 


Ala 


Ser 


val 


Phe 


Leu 


Leu 


Thr 


cys 


Leu Ser 


He 


Asp 


His 


Tyr 


Leu 


Ala 




115 










120 






125 






lie 


val 


His 


Pro 


Met 


Lys 


Ser 


Arg 


Leu Arg 


Arg 


Thr 


Met 


Leu 


val 




130 










135 




140 










Ala 


Lys 


val 


Thr 


cys 


He 


He 


He 


Trp 


Leu Met 


Ala 


Gly 


Leu 


Ala 


Ser 


145 






150 






155 








160 


Leu 


Pro 


Ala 


val 


He 


His 


Arg 


Asn 


val 


Tyr Phe 


He 


Glu 


Asn 


Thr 


Asn 


He 








165 








170 








175 




Thr 


val 


cys 


Ala 


Phe 


His 


Tyr 


Glu 


Ser Arg 


Asn 


Ser 


Thr 


Leu 


Pro 








180 








185 






190 






He 


Gly 


Leu 


Gly 


Leu 


Thr 


Lys 


Asn 


He 


Leu Gly 


Phe 


Leu 


Phe 


Pro 


Phe 




195 








200 






205 








Leu 


He 


He 


Leu 


Thr 


Ser 


Tyr 


Thr 


Leu 


lie Trp 
Page 6 


Lys 


Ala 


Leu 


Lys 


Lys 




210 










215 






220 







033072-022. ST25 

Ala Tyr Glu lie Gin Lys Asn Lys Pro Arg Asn Asp Asp lie Phe Arg 
225 230 - 235 240 

lie lie Met Ala Ile-val Leu Phe Phe Phe Phe Ser Trp val Pro His 

245 250 255 

Gin lie Phe Thr Phe Leu Asp val Leu lie Gin Leu Gly val lie His 

260 265 270 

Asp cys Lys lie Ser Asp lie val Asp Thr Ala Met Pro lie Thr lie 

275 280 285 

Cys lie Ala Tyr Phe Asn Asn Cys Leu Asn Pro Leu Phe Tyr Gly Phe 

290 295 300 

Leu Gly Lys Lys Phe Lys Lys Tyr Phe Leu Gin Leu Leu Lys Tyr lie 
. 305 310 315 320 

Pro Pro Lys Ala Lys Ser His Ser Ser Leu Ser Thr Lys Met Ser Thr 

325 330 335 

Leu Ser Tyr Arg Pro Ser Asp Asn Met ser ser ser Ala Lys Lys Pro 

340 345 350 

Ala Ser Cys Phe Glu Val Glu 
355 



<210> 7 

<211> 1116 

<212> DNA 

<213> Homo sapiens 

<400> 7 

atgctcatgg cgtccaccac ttccgctgtg cctgggcatc cctctctgcc cagcctgccc 60 
agcaacagca gccaggagag gccactggac acccgggacc cgctgctagc ccgggcggag 120 
ctggcgctgc tctccatagt ctttgtggct gtggccctga gcaatggcct ggtgctggcg 180 
gccctagctc ggcggggccg gcggggccac tgggcaccca tacacgtctt cattggccac 240 
ttgtgcctgg ccgacctggc cgtggctctg ttccaagtgc tgccccagct ggcctggaag 300 
gccaccgacc gcttccgtgg gccagatgcc ctgtgtcggg ccgtgaagta tctgcagatg 360 
gtgggcatgt atgcctcctc ctacatgatc ctggccatga cgctggacca ccaccgtgcc 420 
atctgccgtc ccatgctggc gtaccgccat ggaagtgggg ctcactggaa ccggccggtg 480 
ctagtggctt gggccttctc gctccttctc agcctgcccc agctcttcat cttcgcccag 540 
cgcaacgtgg aaggtggcag cggggtcact gactgctggg cctgctttgc ggagccctgg 600 
ggccgtcgca cctatgtcac ctggattgcc ctgatggtgt tcgtggcacc taccctgggt 660 
atcgccgcct gccaggtgct catcttccgg gagattcatg ccagtctggt gccagggcca 720 
tcagagaggc ctggggggcg ccgcagggga cgccggacag gcagccccgg tgagggagcc 780 
cacgtgtcag cagctgtggc caagactgtg aggatgacgc tagtgattgt ggtcgtctat 840 
gtgctgtgct gggcaccctt cttcctggtg cagctgtggg ccgcgtggga cccggaggca 900 
cctctggaag gggcgccctt tgtgctactc atgttgctgg ccagcctcaa cagctgcacc 960 
aacccctgga tctatgcatc tttcagcagc agcgtgtcct cagagctgcg aagcttgctc 1020 
tgctgtgccc ggggacgcac cccacccagc ctgggtcccc aagatgagtc ctgcaccacc 1080 
gccagctcct ccctggccaa ggacacttca tcgtga 1116 

<210> 8 

<211> 1548 j 
<212> DNA 

<213> Syrian golden hamster 
<400> 8 

atgaatcccg atctggacac cggccacaac acatcagcac ctgcccaatg gggagagttg 60 
aaagatgcca acttcactgg ccccaaccag acctcgagca actccacact gccccagctg 120 
gacgttacca gggccatctc tgtgggcctg gtgctgggcg ccttcatcct ctttgccatt 180 
gtgggcaaca tcctggtcat cctgtcagtg gcctgcaatc ggcacctgcg gacgcccacc 240 
aactacttca ttgtcaacct ggccattgct gacctgctgt tgagtttcac agtcctgccc 300 
ttctccgcta ccctagaagt gcttggctac tgggttctgg ggcgcatctt ctgtgacatc 360 
tgggcagcgg tggacgtcct gtgctgtacg gcctccatcc tgagcctatg tgccatctcc 420 
attgatcact acattggggt gcgctactct ctgcagtacc ccactctggt cacccgcagg 480 
aaggccatct tggcactcct cagtgtgtgg gttttgtcca cggtcatctc catcgggcct 540 
ctccttggat ggaaagaacc agcgcccaac gacgacaagg aatgcggagt caccgaagaa 600 
cccttctatg ccctcttttc ctccctgggc tccttctaca tcccactcgc ggtcattctg 660 
gtcatgtact gccgggtcta catcgtggcc aagaggacca ccaagaacct ggaggctgga 720 
gtcatgaagg agatgtccaa ctccaaggag ctgaccctga ggatccactc caagaacttt 780 
catgaggaca ccctcagcag taccaaggcc aagggccaca accccaggag ttccatagct 840 
gtcaaacttt ttaagttctc cagggaaaag aaagcagcca aaaccttggg cattgtggtc 900 
ggaatgttca tcttgtgttg gctccccttc ttcatcgctc tcccacttgg ctccctgttc 960 
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tccactctca agcccccgga cgccgtgttc 
agctgcctca accccatcat ctacccgtgc 
cgtatccttg ggtgccagtg ccgtagtggc 
gcgtgcgctt acacctatcg gccgtggacg 
cggaaggact ccctggacga cagcggcagc 
tcggcgtcgc ccagcccggg ctacctgggt 
gcctaccccg aatggaaatc cggggctctg 
ggtcgcctcg actctgggcc cctcttcact 
ggcaccgagg gcgatgccag caatgggggc 
cagcccggtt tcaagagcaa catgcctctg 

# <210> 9 
<211> 1548 
<212> DNA 

<213> Syrian golden hamster 
<400> 9 

atgaatcccg atctggacac cggccacaac 
aaagatgcca acttcactgg ccccaaccag 
gacgttacca gggccatctc tgtgggcctg 
gtgggcaaca tcctggtcat cctgtcagtg 
aactacttca ttgtcaacct ggccattgct 
ttctccgcta ccctagaagt gcttggctac 
- tgggcagcgg tggacgtcct gtgctgtacg 
attgatgcct acattggggt gcgctactct 
aaggccatct tggcactcct cagtgtgtgg 
ctccttggat ggaaagaacc agcgcccaac 
cccttctatg ccctcttttc ctccctgggc 
gtcatgtact gccgggtcta catcgtggcc 
gtcatgaagg agatgtccaa ctccaaggag 
catgaggaca ccctcagcag taccaaggcc 
gtcaaacttt ttaagttctc cagggaaaag 
ggaatgttca tcttgtgttg gctccccttc 
tccactctca agcccccgga cgccgtgttc 
agctgcctca accccatcat ctacccgtgc 
cgtatccttg ggtgccagtg ccgtagtggc 
gcgtgcgctt acacctatcg gccgtggacg 
cggaaggact ccctggacga cagcggcagc 
tcggcgtcgc ccagcccggg ctacctgggt 
gcctaccccg aatggaaatc cggggctctg 
ggtcgcctcg actctgggcc cctcttcact 
ggcaccgagg gcgatgccag caatgggggc 
cagcccggtt tcaagagcaa catgcctctg 

<210> 10 
<211> 1548 
<212> DNA 

<213> Syrian golden hamster 

' <400> 10 
atgaatcccg atctggacac cggccacaac 
aaagatgcca acttcactgg ccccaaccag 
gacgttacca gggccatctc tgtgggcctg 
gtgggcaaca tcctggtcat cctgtcagtg 
aactacttca ttgtcaacct ggccattgct 
ttctccgcta ccctagaagt gcttggctac 
tgggcagcgg tggacgtcct gtgctgtacg 
attgatgagt acattggggt gcgctactct 
aaggccatct tggcactcct cagtgtgtgg 
ctccttggat ggaaagaacc agcgcccaac 
cccttctatg ccctcttttc ctccctgggc 
gtcatgtact gccgggtcta catcgtggcc 
gtcatgaagg agatgtccaa ctccaaggag 
catgaggaca ccctcagcag taccaaggcc 
gtcaaacttt ttaagttctc cagggaaaag 
ggaatgttca tcttgtgttg gctccccttc 
tccactctca agcccccgga cgccgtgttc 
agctgcctca accccatcat ctacccgtgc 
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aaggtggtat tctggctggg ctacttcaac 1020 
tccagcaagg agttcaagcg cgccttcatg 1080 
cgtcgccgcc gccgccgccg tcgtctgggc 1140 
cgcggcggct cgctggagcg atcgcagtcg 1200 
tgcatgagtg gcagccagag gaccctgccc 1260 
cgcggagcgc agccaccact ggagctgtgc 1320 
ctcagtctgc cagagcctcc gggtcgccgc 1380 
ttcaagctct tgggagagcc ggagagcccg 1440 
tgcgacgcaa cgaccgacct ggccaatggg 1500 
gcacccgggc acttttag 1548 



acatcagcac ctgcccaatg gggagagttg 60 
acctcgagca actccacact gccccagctg 120 
gtgctgggcg ccttcatcct ctttgccatt 180 
gcctgcaatc ggcacctgcg gacgcccacc 240 
gacctgctgt tgagtttcac agtcctgccc 300 
tgggttctgg ggcgcatctt ctgtgacatc 360 
gcctccatcc tgagcctatg tgccatctcc 420 
ctgcagtacc ccactctggt cacccgcagg 480 
gttttgtcca cggtcatctc catcgggcct 540 
gacgacaagg aatgcggagt caccgaagaa 600 
tccttctaca tcccactcgc ggtcattctg 660 
aagaggacca ccaagaacct ggaggctgga 720 
ctgaccctga ggatccactc caagaacttt 780 
aagggccaca accccaggag ttccatagct 840 
aaagcagcca aaaccttggg cattgtggtc 900 
ttcatcgctc tcccacttgg ctccctgttc 960 
aaggtggtat tctggctggg ctacttcaac 1020 
tccagcaagg agttcaagcg cgccttcatg 1080 
cgtcgccgcc gccgccgccg tcgtctgggc 1140 
cgcggcggct cgctggagcg atcgcagtcg 1200 
tgcatgagtg gcagccagag gaccctgccc 1260 
cgcggagcgc agccaccact ggagctgtgc 1320 
ctcagtctgc cagagcctcc gggtcgccgc 1380 
ttcaagctct tgggagagcc ggagagcccg 1440 
tgcgacgcaa cgaccgacct ggccaatggg 1500 
gcacccgggc acttttag 1548 



acatcagcac ctgcccaatg gggagagttg 60 
acctcgagca actccacact gccccagctg 120 
gtgctgggcg ccttcatcct ctttgccatt 180 
gcctgcaatc ggcacctgcg gacgcccacc 240 
gacctgctgt tgagtttcac agtcctgccc 300 
tgggttctgg ggcgcatctt ctgtgacatc 360 
gcctccatcc tgagcctatg tgccatctcc 420 
ctgcagtacc ccactctggt cacccgcagg 480 
gttttgtcca cggtcatctc catcgggcct 540 
gacgacaagg aatgcggagt caccgaagaa 600 
tccttctaca tcccactcgc ggtcattctg 660 
aagaggacca ccaagaacct ggaggctgga 720 
ctgaccctga ggatccactc caagaacttt 780 
aagggccaca accccaggag ttccatagct 840 
aaagcagcca aaaccttggg cattgtggtc 900 
ttcatcgctc tcccacttgg ctccctgttc 960 
aaggtggtat tctggctggg ctacttcaac 1020 
tccagcaagg agttcaagcg cgccttcatg 1080 
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cgtatccttg ggtgccagtg ccgtagtggc 

gcgtgcgctt acacctatcg gcegtggacg 

cggaaggact ccctggacga cagcggcagc 

tcggcgtcgc ccagcccggg ctacctgggt 

gcctaccccg aatggaaatc cggggctctg 

ggtcgcctcg actctgggcc cctcttcact 

ggcaccgagg gcgatgccag caatgggggc 

cagcccggtt tcaagagcaa catgcctctg 

<210> 11 
<211> 1548 
# <212> DNA 

<213> Syrian golden hamster 
<400> 11 

atgaatcccg atctggacac cggccacaac 
aaagatgcca acttcactgg ccccaaccag 
gacgttacca gggccatctc tgtgggcctg 
gtgggcaaca tcctggtcat cctgtcagtg 
aactacttca ttgtcaacct ggccattgct 
ttctccgcta ccctagaagt gcttggctac 
tgggcagcgg tggacgtcct gtgctgtacg 
attgataact acattggggt gcgctactct 
aaggccatct tggcactcct cagtgtgtgg 
ctccttggat ggaaagaacc agcgcccaac 
cccttctatg ccctcttttc ctccctgggc 
gtcatgtact gccgggtcta catcgtggcc 
gtcatgaagg agatgtccaa ctccaaggag 
catgaggaca ccctcagcag taccaaggcc 
gtcaaacttt ttaagttctc cagggaaaag 
ggaatgttca tcttgtgttg gctccccttc 
tccactctca agcccccgga cgccgtgttc 
agctgcctca accccatcat ctacccgtgc 
cgtatccttg ggtgccagtg ccgtagtggc 
gcgtgcgctt acacctatcg gcegtggacg 
cggaaggact ccctggacga cagcggcagc 
tcggcgtcgc ccagcccggg ctacctgggt 
gcctaccccg aatggaaatc cggggctctg 
ggtcgcctcg actctgggcc cctcttcact 
ggcaccgagg gcgatgccag caatgggggc 
cagcccggtt tcaagagcaa catgcctctg 

<210> 12 
<211> 1080 
<212> DNA 

<213> Rattus norvegicus 
<400> 12 

atggccctta actcttctgc tgaagatggt 
* gctggcaggc acagttacat atttgtcatg 
gtgggaatat ttggaaacag cttggtggtg 
actgtggcca gegtctttet tctcaatctc 
tgtcccctgt gggcagtcta tacegctatg 
tgtaagatcg cttcggccag cgtgacgttc 
tgtctcagca tcgaccacta cctggccatc 
aegatgetgg tggccaaagt cacctgcatc 
ttgccagctg tcatccaccg aaatgtatac 
gcgtttcatt atgagtctcg gaattcgacg 
attctgggct tcttgttccc tttccttatc 
gctctaaaga aggcttatga aattcaaaag 
ataattatgg cgattgtgct tttcttcttc 
ttcctggatg tgetgattea gctgggcgtc 
gacactgcca tgcccatcac catctgeata 
ttctaegget ttctggggaa gaaatttaaa 
cccccaaagg ccaagtccca ctcaagcctg 
ectteggata acatgagctc ateggecaaa 
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cgtcgccgcc gccgccgccg tegtctggge 1140 
cgcggcggct cgctggagcg ategcagteg 1200 
tgcatgagtg geagecagag gaccctgccc 1260 
cgcggagcgc agccaccact ggagctgtgc 1320 
ctcagtctgc cagagcctcc gggtcgccgc 1380 
ttcaagctct tgggagagee ggagagcccg 1440 
tgcgacgcaa cgaccgacct ggccaatggg 1500 
gcacccgggc acttttag 1548 



acatcagcac ctgcccaatg gggagagttg 60 
acctcgagca actccacact gccccagctg 120 
gtgctgggcg ccttcatcct etttgecatt 180 
gcctgcaatc ggcacctgcg gacgcccacc 240 
gaectgetgt tgagtttcac agtcctgccc 300 
tgggttctgg ggegcatett ctgtgacatc 360 
gcctccatcc tgagcctatg tgccatctcc 420 
ctgcagtacc ccactctggt cacccgcagg 480 
gttttgtcca cggtcatctc catcgggcct 540 
gacgacaagg aatgcggagt caccgaagaa 600 
tccttctaca tcccactcgc ggtcattctg 660 
aagaggacca ccaagaacct ggaggctgga 720 
ctgaccctga ggatccactc caagaacttt 780 
aagggecaca accccaggag ttccatagct 840 
aaagcageca aaaccttggg cattgtggtc 900 
ttcatcgctc tcccacttgg ctccctgttc 960 
aaggtggtat tctggctggg ctacttcaac 1020 
tccagcaagg agttcaagcg cgccttcatg 1080 
cgtcgccgcc gccgccgccg tegtctggge 1140 
cgcggcggct cgctggagcg ategcagteg 1200 
tgcatgagtg geagecagag gaccctgccc 1260 
cgcggagcgc agccaccact ggagctgtgc 1320 
ctcagtctgc cagagcctcc gggtcgccgc 1380 
ttcaagctct tgggagagee ggagagcccg 1440 
tgcgacgcaa cgaccgacct ggccaatggg 1500 
gcacccgggc acttttag 1548 



atcaaaagaa tccaagatga ctgccccaag 60 
atccctaccc tctacagcat catctttgtg 120 
attgtcattt acttttacat gaagctgaag 180 
gccttggctg acttatgett tttgetgact 240 
gagtaccget ggcccttcgg caatcaccta 300 
aacctctacg ccagtgtgtt ccttctcacg 360 
gtccacccaa tgaagtctcg ccttcgccgc 420 
atcatctggc tgatggctgg cttggccagt 480 
ttcatcgaga acaccaatat cacagtgtgc 540 
ctccccatag ggctgggcct taccaagaat 600 
attctcacca gctataccct tatttggaaa 660 
aacaaaccaa gaaacgatga catctttagg 720 
ttttcctggg tcccccacca aatattcact 780 
atccatgact gtaaaatttc tgacatcgtg 840 
gegtatttta acaactgcct gaaccctctg 900 
aagtatttcc tccagctcct gaaatatatt 960 
tctacgaaaa tgagcacget ttcttacegg 1020 
aagcctgcgt cttgttttga ggtggagtga 1080 
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